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ABSTRACT 

The initial stage in plant breeding is to find appropriate genotypes with the required genes 

among existing kinds, or to develop one if none exist. Mutations are the primary cause of 

diversity in nature, and plant breeding would be impossible without them. In this context, the 

primary goal of mutation-based breeding is to create and enhance well-adapted plant types by 

altering one or two key characteristics to boost production or quality. In order to induce 

mutations in seed as well as other planting materials, both physical or chemical mutagenesis are 

employed. The first generation is then used to select for agronomic characteristics, with the 

majority of mutant lines being eliminated. The agronomic characteristics are verified in the 

second and third generations by phenotypic stability, with additional assessments taking place in 

future generations. Finally, only suitable mutant lines are chosen as a new variety or as a parent 

line for cross breeding. Rice is grown in Vietnam, Thailand, China, as well as the United States; 

durum wheat is grown in Italy and Bulgaria; barley is grown in Peru throughout Europe; 

soybeans are grown in Vietnam or China; wheat is grown in China; and leguminous food crops 

are grown in Pakistan & India. This article brings together data from across the globe on the 

effect of mutation breeding-derived crop varieties, highlighting the promise of mutation breeding 
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as a flexible and practical technique that can be used to any crop if the right goals and selection 

procedures are employed. 

 

KEYWORDS: Crop Improvement, Genetic, Mutation, Mutagenesis. 

1. INTRODUCTION 

The mutation process results in mutant plants with novel and beneficial characteristics due to 

random genetic differences. In its most basic form, classical breeding entails the selective growth 

of plants with desired traits and the removal or "culling" of those with less desirable traits. 

Genetic diversity is widely recognized to be important in evolution and practical breeding. 

Natural variations do not reflect the original spectral range of de novo mutations. Rather, they 

are the consequence of genes recombining throughout populations, as well as their ongoing 

interaction with environmental variables. Green plants are necessary for human survival as food 

sources, clothing, as well as energy. To get non-poisonous or nutritious fruits, tubers, seeds, and 

other food items, ancient hunter-gatherers relied on their hunting abilities and plentiful natural 

flora, as emphasized in Larger and safer food sources were required as the human population 

grew, and large-scale production methods based on plant domestication were eventually created. 

Plant breeding is the process of creating new plant types for cultivation and human use[1]. 

The earliest technique of breeding was straightforward selection of desirable offspring, which 

relied on the occurrence of de novo mutations. After Gregor Johann Mendel established the 

principles of heredity in the 19th century, genetics became a key science of plant breeding. When 

the hybridization technique was established, however, plant breeding progressed much further. 

Its goal was to combine beneficial genes present in two or more distinct kinds to create pure-line 

offspring that were better in many ways to the parental types. Cross breeding (or recombinant 

breeding) is a popular technique in plant breeding that involves crossing various genotypes and 

then selecting traits. Later, in the late 1920s and early 1930s, Lewis John Stadler's work on 

inducing genetic changes via X-rays set the groundwork for mutant breeding, a new kind of plant 

breeding. Recombination of alleles on homologous pairs and their separate assortment during 

meiosis add to the diversity produced. All genetic differences in any creature, including plants, 

may be traced back to mutations. Natural selection uses the variety as a raw material, and it is 

also a driving factor in evolution. Because spontaneous mutations are uncommon and 

unpredictable in terms of incidence, they are challenging to utilize in plant breeding programs. In 

this manner, mutant variants with significant and minor phenotypic impacts emerge for a variety 

of characteristics. Mutation breeding is the process of creating and exploiting genetic diversity 

via chemical and physical mutagenesis in order to create new kinds. Along with recombinant 

breeding and transgenic breeding, it is currently a cornerstone of contemporary plant breeding. 

This technique, which is frequently complemented with germplasm obtained through induced 

mutation, has become the most popular for breeding plants via sexual reproduction, as Novak 

and Brunner point out[2]. 

Mutation breeding Mutagenesis is the process by which chemical, physical, or biological factors 

produce abrupt heritable changes in an organism's genetic information that are not caused 

through genetic segregation or genetic recombination. Three kinds of mutagenesis are used in 

mutation breeding. Induced mutagenesis, in which mutants arise as a result of ionizing radiation 

(gamma rays, X-rays, ion beams, etc.) or treatment with chemical mutagens; site-directed 
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mutagenesis, in which a mutation is created at a specific site in a DNA molecule; and insertion 

mutagenesis, in which mutations occur as a result of DNA insertions, either through genetic 

transformation as well as insertion of T Plant breeding requires genetic variety of beneficial 

characteristics for crop development, but numerous mutant alleles, as well as functional analysis 

of the targeted gene in many instances, are sources of genetic diversity for crop breeding. The 

method of finding individuals having a target mutation, which includes two main steps: mutant 

screening & mutant confirmation, is the most important part of mutation breeding. In contrast to 

the parent, mutant screening is a procedure that involves selecting individuals from a vast 

mutation population that satisfy particular selection criteria, such as early blooming and disease 

resistance. These choices, however, are often considered as putative mutant or false mutants[3]. 

The origins of plant modification have been claimed to date back to 300 BC, with accounts of 

mutant crops in China. See for a more in-depth analysis. Hugo de Vries discovered mutations as 

a method for generating variety in the late 1800s while working on the ‗rediscovery' of Mendel's 

principles of heredity. this variation as heritable alterations caused by processes other than 

segregation and recombination. Figure 1 showing the process of mutagenesis. This phenomenon 

was characterized by him as rapid alterations in organisms that were hereditary and had rather 

significant impacts on the phenotypic appearance of the organism.  subsequently created the 

word "mutation" and provided an integrated idea for the occurrence of abrupt, shock-like 

changes (leaps) in existing characteristics that result in the emergence of new species and 

diversity. After Stadler discovered the mutagenic activity of X-rays in maize, barley, and wheat, 

radiation-induced mutations as a method for creating new genetic diversity in plants progressed 

as a field[4]. 

 

Figure 1: Illustrate the process of mutagenesis for crop Improvement. 

1.1. Agents that cause mutations: 

Mutagens are agents that cause artificial mutations. Chemical or physical mutagens are the two 

main categories in which they are classified. Planting materials are traditionally subjected to 

physical & chemical mutagenic agent to cause mutations in plants. All kinds of planting 
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materials, such as entire plants, typically seedlings, and in vitro cultivated cells, may be used for 

mutagenesis. Regardless, seed is the most frequently utilized plant item. Plant propagules 

including such bulbs, tubers, corms, as well as rhizomes, as well as the induction of mutants in 

leaves and roots plants, are becoming more efficient as scientists take advantage of tot potency 

(the capacity of an individual cells to divide as well as produce all the distinguishable cells in an 

organism to regenerate with whole crops) using single cells and other forms of in vitro 

propagation[5]. 

Vegetative cuttings, scions, or in vitro grown tissues such as leaves and stems explants, anthers, 

cell cultures, microspores, ovules, protoplasts, etc are used to induce mutations. Spikes, tassels, 

and other mutagenesis treatments are used to target gametes, which are typically found within 

inflorescences. Physical mutagens, on the other hand, cause large lesions such as chromosomal 

shortening or rearrangements, while chemical mutagens mostly cause point mutations. It's worth 

noting that the frequency or kinds of mutations are directly proportional to the mutagen's dose 

and pace of exposure or administration, not its nature. In the end, the selection of a mutagen will 

be influenced by a variety of variables, including the researcher's conditions, such as the 

mutagen's safety, simplicity of use, availability, efficacy in generating specific genetic changes, 

appropriate tissue, cost, and infrastructure[6]. 

Mutant cultivars' effects Induced mutation by different mutagens has helped to contemporary 

plant breeding by increasing genetic diversity. It has played a significant role in the creation of 

better plant types with traits such as high yield, early maturity, and lodging resistance, among 

others, all over the globe during the last five decades. The global effect of created and released 

variants in key crops. Several accomplishments in crop improvement via mutant breeding have 

resulted in two main outcomes: improved variations that can be grown commercially and novel 

genetic stocks with enhanced characteristics or greater trait combining capacity. Increased yield, 

improved nutritional quality, pest and disease resistance, early maturity, drought and salt 

tolerance, and so on are examples of these characteristics. Although the main goal of mutation 

breeding is to create new cultivars, the genetic stocks created may be utilized in a variety of ways 

in plant breeding, such as a donor parent in traditional breeding programs or as a parent in hybrid 

breeding programs. Apart from this, the goal of mutation research is to map genes, which is a 

completely distinct goal. Induced mutagenesis, a method for identifying a gene by knocking 

down its phenotypic expression, is a significant component of molecular genetics and genomics 

research today. The explanation of this method, however, is beyond the scope of this article[7]. 

 Direct use of a mutant line developed through physical and chemical mutagenesis, or 

Somaclonal variation. 

 indirect use of a mutant line/lines used as a parental variety/varieties in interbreeding (cross 

between mutant lines or with a promotional variety/varieties) 

 utilisation mutated gene allele (trait), such as the Calrose 76 sd1 allele (semi-dwarf 1 trait) in 

rice. 

 use of mutant gene allele. 

Incidence of mutant breeding in various nations Mutation breeding has been used on over 232 

different crops and plant species, including wheat, rice, grapefruit, rapeseed, sunflower, cotton, 
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and banana, among others. According to the Food and Agriculture Organization of the United 

Nations (FAO)/International Atomic Energy Agencycurrent database, mutant varieties with 

enhanced characteristics have been officially approved. Direct mutation was used to create more 

than 67 percent of the types. The induced mutant variants have agronomic & nutritional qualities 

that make these the market's most popular types. Some example of induced mutagenesis uses in 

plants for biotic stress resistance. Induced mutagenesis has also been used to create tolerant and 

resistant types to different abiotic stressors. Lodging resistance, acid sulphate soil tolerance in 

rice, salinity sensitivity in barley and sugarcane, and other traits are among them. Enhancement 

of crop productivity or  various nutritional characteristics  such as crude protein quality, amylose, 

phytate, protein content, and so on are also objectives of mutant breeding programs in diverse 

plants[8]. 

1.2. Mutants into Agriculture: A Effective Direct Application 

1.2.1. Synthetic Biology's Potential 

T-DNA insertion has direct use in the creation of novel genotypes, such as Golden rice, in 

addition to its use in functional genomics. To begin, the Golden rice was created by inserting T-

DNA containing the genes phytoene synthase or lycopene cyclase and carotene desaturase in 

order to increase beta carotene synthesis, which is a precursor to vitamin A.  With the 

development of functional genomic research, Golden rice 2 was created by inserting a T-DNA 

encoding phytoene synthase (from Zea mays) and carotene desaturase (from Erwiniauredovora) 

into the rice genome   When comparison to Golden rice, Golden rice 2 accumulates more 

carotenoids, making it a more promising source of vitamin A. While it's only been introduced in 

a few countries, including such Australia, New Zealand, Canada, as well as the United States, 

Golden Rice production may have a significant effect on reducing vitamin A deficiency. Other 

rice genotypes have been created via the insertion of T-DNA and have already been released in 

certain countries with a beneficial effect on agriculture, in addition to Golden rice. 

2. LITERATURE REVIEW 

Bhowmik et al. studied about CRISPR/Cas9 genetic modification is a game-changing technique 

that will help farmers create crops that will satisfy future demand. The lengthy life cycle of many 

agricultural species, as well as the fact that desirable genotypes often take many generations to 

acquire, make gene editing difficult to implement. Microspores are single-celled haploid cells 

that may grow into double-haploid seedlings and have been extensively utilized as a breeding 

technique to produce homozygous plants within a generation. They created an efficient haploid 

mutagenesis method using the CRISPR/Cas9 system and microspore technology to induce 

genetic changes in the wheat genome in this research. The usefulness and practicality of 

integrating microspore technology with CRISPR/Cas9-based gene editing for plant trait 

identification and enhancement are shown in this research[9]. 

Chikelu et al. studied about the options for producing more food by at least 70% over next four 

decades to keep up with a rapidly growing human population are bedevilled by erratic weather 

conditions, drained arable lands, decreasing water resources, and the significant environmental 

and health costs associated with increasing agrochemical use. Increasing productivity by using 

"smart" crop types that produce more with less inputs is a feasible alternative. However, genetic 

similarities among crop varieties—which make entire cropping systems vulnerable to the same 
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stresses—combined with unvarying familial materials limit the possibilities for discovering 

novel alleles of genes as well as, thus, putting together new gene combinations to break yield 

plateaus and improve resilience. Novel alleles are unmasked through induced mutation and used 

to create better crop types. The history, theoretical and practical concerns, and crop enhancement 

achievements of induced mutations are discussed, as well as how induced mutagenesis supports 

plant functional genomics. The contributions of cell and molecular biology methods to 

improving the efficiency of mutation induction, detection, and deployment are also discussed. In 

addition, the use of pre-breeding to facilitate the inclusion of mutants into crop development and 

the integration of phenomics into induced mutagenesis are recommended[10]. 

Liang et al. conducted research on Food security is a worldwide issue, and increased agricultural 

yields are needed to feed the world's increasing population. Mutagenesis is a useful technique for 

crop development that is not subject to the same regulatory constraints as genetically modified 

species. TILLING, that also combines traditional synthetic mutagenesis with high-throughput 

genomic sequence screening for genetic variations in desired genes to develop fresh mutant 

alleles for both genomic information and crop improvement, is a powerful way of creating novel 

mutant alleles for both genomic studies as well as crop improvement. TILLING is applicable to 

all genomes, whether small or big, diploid or even allohexaploid, and has a lot of promise for 

solving the fundamental problem of connecting sequence information to gene activity and 

modulating important characteristics in plant breeding. TILLING has been successfully used in a 

variety of crop species, and current TILLING progress is described here, with a focus on 

advancements in mutation detection technologies, TILLING application in gene functional 

research, and crop breeding. TILLING or Eco TILLING's potential for agricultural enhancement 

and functional genetics is also addressed. In addition, a small-scale forward approach including 

backcross and selling was used to unleash mutant traits that had been masked in M2 (or M3) 

plants[11]. 

3. DISCUSSION 

The mutation process results in mutant crops with novel and beneficial characteristics due to 

random genetic differences. In its most basic form, classical breeding entails the selective growth 

of plants with desired traits and the removal or "culling" of others with less desirable traits. The 

initial stage in plant breeding is to find appropriate genotypes with the required genes among 

existing kinds, or to develop one if none exist. Mutation are the primary cause of diversity in 

nature, so plant breeding would be impossible without them. In this context, the primary goal of 

mutation-based breeding is to create and enhance well-adapted plant types by altering one or two 

key characteristics to boost production or quality. Furthermore, advances in cell and molecular 

biology are improving the efficacy and efficiency of mutation induction as well as the 

identification of new gene alleles. Physical and chemical mutagens are the most common types 

of mutagens used by researchers for plant mutagenesis. This chapter examines the technique of 

mutation induction, as well as the mutagens that are employed for this purpose and how they aid 

in crop improvement. 

4. CONCLUSION 

It will be a huge task to boost food production by at least 70% during the next several decades. 

There is a pressing need to end hunger among the world's growing population, which is 

becoming more concerning as a result of climate change, diminishing water supplies, dwindling 
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arable land, and the severe health and environmental risks associated with the use of 

agrochemicals. Increased production of high-quality food with little input is seen to be an 

intriguing possibility. On the other side, the limited diversity in plant crops, particularly staple 

crops, restricts the possibilities for discovering novel gene alleles. As a result, new plant crop 

variants with novel gene combinations & induced mutation are the best choice thus far. Induced 

mutation reveals a novel gene combination that produces a new breed with better characteristics 

to the parents. Furthermore, advances in cell biology are improving the efficacy or efficiency of 

mutations induction or the identification of new gene alleles. Physical and chemical mutagens 

are the most common types of mutagens used by researchers for plant mutagenesis. This chapter 

examines the technique of mutation induction, as well as the mutagens that are employed for this 

reason as well as how they aid in crop improvement. 
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